Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.047; wR factor = 0.131; data-to-parameter ratio = 16.5.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Pozharski et al., 1997; Katritzky et al., 1996) .
They are often involved in hydrogen-bond interactions (Jeffrey & Saenger, 1991; Jeffrey, 1997; Scheiner, 1997) . Since our aim is to study some interesting hydrogen-bonding interactions, the crystal structure of the title compound, (I), is presented here.
The asymmetric unit of the title compound contains one 2-amino-4-methylpyridinium cation and one 2-carboxybenzoate anion. A proton transfer from the carboxyl group of 2-carboxybenzoice acid to atom N1 of 2-amino-4-methylpyridinium resulted in the formation of ions. The bond lengths (Allen et al., 1987) and angles in the title compound ( Fig. 1 ) are within normal ranges and comparable with the related structures (Quah et al., 2008a,b,c) . The 2-amino-4-methylpyridinium cation is essentially planar, with the maximum deviation of 0.024 (1) Å for atom C2 and makes a dihedral angle of 19.56 (6)° with benzene (C7-C12) ring in 2-carboxybenzoate anion. The molecular structure is stabilized by an intramolecular O2-H1O2···O3 hydrogen bond which generates an S(7) ring motif (Bernstein et al., 1995) .
In the solid state, the cations and anions are linked to form extended chains along [0 0 1] by O-H···O and N-H···O hydrogen bonds (Table 1 ). The adjacent chains are cross-linked via C5-H5A···O2 interactions into two-dimensional networks ( Fig. 2 ) parallel to the (1 0 0).
A hot methanol solution (20 ml) of 2-amino-4-methylpyridine (27 mg, Aldrich) and phthalic acid (41 mg, Merck) were mixed and warmed over a heating magnetic stirrer for a few minutes. The resulting solution was allowed to cool slowly at room temperature and colourless blocks of (I) appeared after a few days.
Refinement
Atom H1O2 was located in a difference Fourier map and refined as riding with the parent atom with U iso (H) = 1.5U eq (O) 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. 
